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<! --StartFragment-->RESULT 2 
AAW88235 

ID AAW88235 standard; protein; 439 AA. 
XX 

AC AAW8 8235; 
XX 

DT 15-JUN-2007 (revised) 

DT 15-MAR-1999 (first entry) 

XX 

DE Human prothrombinase Fgl2 protein. 
XX 

KW Prothrombinase; hfgl2; Fgl2; human; immune coagulation; antibody; 

KW inhibitor; infection; graft rejection; glomerulonephritis; cancer; 

KW gastrointestinal disease; foetal loss; therapy; vaccine; BOND_PC; 

KW fibrinogen-like 2; f ibrinogen-like protein 2; fibroleukin; 

KW fibrinogen-like 2 [Homo sapiens]; FGL2 ; T49; pT49; 

KW fibrinogen-like 2 precursor; fibrinogen-like 2 precursor [Homo sapiens]; 

KW fibrinogen-like protein 2 [Homo sapiens]; fibrinogen-like protein; 

KW fibrinogen-like protein [Homo sapiens]; GO5102; G05577; G07165; GO8001; 
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/note= "fibrinogen related domain 
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/note= "Asn is N-glycosylated" 
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/note= "Asn is N-glycosylated" 
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Modif ied-site 
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/note= "Asn is N-glycosylated" 
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Peptide 


364. .378 
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/note= "epitope (Claim 4)" 


XX 






PN 


W09851335-A1. 




XX 






PD 


19-NOV-1998. 




XX 






PF 


15-MAY-1998; 


98WO-CA000475. 


XX 






PR 


15-MAY-1997; 


97US-0046537P. 


PR 


10-OCT-1997; 


97US-0061684P. 


XX 






PA 


(LEVY/) LEVY i 


G. 


XX 






PI 


Levy G; 




XX 






DR 


WPI; 1999-059687/05. 


DR 


N-PSDB; AAV84139-. 


DR 


PCrNCBI; gi5730075. 


DR 


PC:SWISSPROT; 


Q14314 . 



XX 

PT Modulating immune coagulation - by using Fgl2 antibodies and compounds, 

PT used to treat conditions including graft rejection and foetal loss. 
XX 

PS Claim 8; Page 66-67; 105pp; English. 
XX 

CC This is the amino acid sequence of human prothrombinase Fgl2, as 
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CC predicted from hfgl2 DNA (see AAV84139) . Fgl2 is a 70 kDa transmembrane 

CC serine protease that has immune procoagulant activity. The invention 

CC provides a method for inhibiting immune coagulation by inhibiting the 

CC activity or expression of Fgl2 . The method can be used in vivo to treat a 

CC condition which requires a reduction in immune coagulation such as 

CC bacterial and viral infections, cancer, glomerulonephritis, a number of 

CC gastrointestinal diseases, allograft and xenograft rejection and foetal 

CC loss. An Fgl2-specif ic antibody, an Fgl2 antisense oligonucleotide, or a 

CC substance that affects prothrombinase activity of a Fgl2 protein may be 

CC used to treat a condition requiring a reduction in procoagulant activity. 

CC A vaccine containing an Fgl2 protein or peptide is used for prevention of 

CC graft rejection or foetal loss (claimed) 

CC 

CC Revised record issued on 15-JUN-2007 : Enhanced with precomputed 

CC information from BOND. 

XX 

SQ Sequence 439 AA; 



Query Match 90.3%; Score 2162.5; DB 2; - Length 439; 

Best Local Similarity 89.1%; Pred. No. 4.7e-180; 

Matches . 392; Conservative 27; Mismatches 20; - Indels 1; Gaps 1; 

Qy 3 LKLSNWCWLSSAVLAAYGFLVVANNETEEIKDEAAKDACPVRLESRGKCEEVGGCPYQVN 62 

: I 1 : I I 1 I I I I I I I I I I I I I I I I I I I I I I I I III I I I I I I 1 I I I I I I I Mill: 
Db 1 MKLANWYWLSSAVLATYGFLVVANNETEEIKDERAKDVCPVRLESRGKCEEAGECPYQVS 60 



Qy 63 LPPLTLQLPKQFGRIEEVFKEVQNLKEIVNSLKKTCQDCRLQADDNRDPGRNGLLSPGTG 122 

11111:11111 I I I I I I I I II I I I I I I I I I I I : I I I I : I I I I I I I I I I I I I I I II 

Db 61 LPPLTIQLPKQFSRIEEVFKEVQNLKEIVNSLKKSCQDCKLQADDNGDPGRNGLLLPSTG 12 0 

Qy 123 APGEADDSRVRELENEVNKLSSDLKNAKEEIDGLQGRLEKLSLVNMNNIENYVDNKVANL 182 

I I I I I : I I I I I I : I I I I I I I : I I I I I I I I : I I I I I I I : I I I I I I I I I I I I : I I I I I 

Db 121 APGEVGDNRVRELESEVNKLSSELKNAKEEINVLHGRLEKLNLVNMNNIENYVDSKVANL 180 



Qy 



Db 



183 TFAVNSLDGKCSSRCPSQEQIQSRPVQHLI YKDCSEYYTIGKRSSEIYRVTPDPKNSSFE 2 42 

II I I I I I I I I I : I I I I I I I I I I I I I I I I I I I .1 I : I I I I I I I I I I I I I I I I I I I I I I 
181 TFVVNSLDGKC-SKCPSQEQIQSRPVQHLIYKDCSDYYAIGKRSSETYRVTPDPKNSSFE 239 



Qy 



Db 



2 43 VYCDMETMGGGWTVLQARLDGSTNFTRTWRDYKVGFGNLRREFWLGNDKIHLLTKSKDMI 302 

I I I I I I I I I I II I I I I II I I I I I i I I 1 I I : I I I I I I I I I I I I I I I I I I M | | | | | | : | | 
2 40 VYCDMETMGGGWTVLQARLDGSTNFTRTWQDYKAGFGNLRREFWLGNDKIHLLTKSKEMI 2 99 



Qy 



Db 



Qy 



Db 



Qy 



Db 



303 LRIDLEDFNGIKLYALYDHFYVANEFLKYRLHIGNYNGTAGDALRFSKHYNHDMKYFTTP 
I I I I I I I I I I :: I I I I I I I I I I I I I I I I I I I : I I I I I I I I I I I I I : I I I I I I : I : I I I I 
300 LRIDLEDFNGVELYALYDQFYVANEFLKYRLHVGNYNGTAGDALRFNKHYNHDLKFFTTP 



I : I I 
3 60 DKDIN 



I I I I I I I I I I I I I I I 



363 DRDqDRYPSGNCGLYYSSGjWWFDACLSANLNGKYYNQKYRGVRNGIFWGTWPGISEAQPG 

I I I I I I I I I I I I I I I : I I I I I I I I I I I I I I I I I : I I I II 

[ FWGTWPGVSEAHPG 



DRYPSGNCGLYYSSGWWFDACLSANLNGKYYHQKYRGVRNGII 



423 GYRSSFKEAKMMIRPKYFKP 442 

I I : I I I I I I I I I I I I I : I I I 
420 GYKSSFKEAKMMIRPKHFKP 439 
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